“An acient bottleneck in the Lost Pines of central Texas”
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1 Introduction
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1.1 Climate change in central Texas during and after the Pleistocene
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1.2 Detecting genetic bottleneck events with DNA signature
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1.3 Timeframe for DNA signature
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2 Principles of population genetics (a review)
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2.2 Bottleneck
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2.2.2  Excess heterozygosity test (Cornuet and Luikart, 1996)
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2.2.3  Mode-shift indicator (Luikart et al., 1998)
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2.2.4 M-ratio test (Garza and Williamson, 2001)
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3 Material and Methods

3.1 Study organism
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3.3  Nuclear microsatellites
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3.4 Statistical analysis of DNA signatures
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4 Results
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5 Discussion
5.1 Timeframe for one or more bottleneck events in the Lost Pines population
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5.2 Lost Pines: a refugial Pleistocene population with a post bottleneck diaspora
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